O NCMPABJIEHUE / ERRATUM BaBunoBcKuii XXypHan reHeTrKkm u cenekumm. 2019;23(7):949
DOI 10.18699/VJ19.571

DOI 10.18699/VJ19.571
HcnpasieHue K craTbe «[IpyMeHeHe TT0OTHOTeHOMHO aMIIN(GUKAIIINA

OJI51 reHeTYeCcKom OLleHKU 3M6pI/IOHOB KOpOB»
K.C. IMautiox, .B. Pykun, C.M. IToptHOB, A. Xatu6, C.A. ITanTeaees, A.M. Ma3syp

BaBnnoBcKum XXypHan reHeTukmn 1 cenekunn. 2019;23(4):489-495

Ha ctpaHuue 489 B pasgene adpdpunmaumnin BMecto
00O «Mow leH», Mocksa, Poccua

cnepyeT ynTaTb:
3A0 «eHoaHanuTuKa», MockBa, Poccua

OpurvHasnbHas cTaTbsl MOXeT ObITb HargeHa no DOI 10.18699/VJ19.518

DOI 10.18699/VJ19.571
Erratum to: “The use of whole genome amplification

for genomic evaluation of bovine embryos”
K.S. Pantiukh, L.V. Rukin, S.M. Portnov, A. Khatib, S.L. Panteleev, A.M. Mazur

Vavilovskii Zhurnal Genetiki i Selektsii = Vavilov Journal of Genetics and Breeding. 2019;23(4):489-495 (in Russian)

Page 489, in affiliations instead of
| Gene, LLC, Moscow, Russia

should read
“Genoanalytica’, Moscow, Russia

The original article can be found under DOI 10.18699/VJ19.518

BaBunosckuii xypHan reHeTuku u cenekuunm / Vavilov Journal of Genetics and Breeding - 201923 - 7



