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MpunoxeHne 2

QunoreHeTNYeCKMEe AepeBbA LeNbIX MUTOXOHAPUANbHbIX FEHOMOB, OTHOCAWMXCA K rannorpynnam R1a, R1al, R1ala,
U2e2a1d, H2b, H8b, U4d2 n N1alalal. TpaH3MumMmM yKa3aHbl Ha BETBAX AepeBa, AN TPAHCBEPCU NoKasaH pesyb-
TaT HYKNeOTUAHOWN 3aMeHbl, MHCEPLMM OTMEeYeHbl KakK ins, feneunn — Kak del, reteponnasmua — kak het. ObpaTtHble
MyTaLuUmn NogYEPKHYTbI. DBOJIOLMOHHbBIN BO3pacT KnactepoB MTHK (B TbiC. neT) NPUBOAUTCA B COOTBETCTBMM CO CKO-
POCTbIO MyTaLMA B LIeSIOM MUTOreHOME (CUHWI LIBET) 1 TOJIbKO B KOAUPYIOLWEl ob6acTu (KpacHbli uBeT). Ana muTore-
HOMOB NpuBOAATCA HoMepa B GenBank, a TakxKe 3THUUYECKaa NPUHAANEXHOCTb UK CTpaHa npoucxoxgeHusa. Ouno-
reHeTMYecKoe 1epeBo NOCTPOEHO C MoMoLLbio Mporpammbl mtPhyl 4.015.
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