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Supplementary figure 1
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(a) w9o embryogenic callus. Somatic embryos are marked with black arrows. (b) Expression levels of MtWOX9-1 gene in wildtype
and w9o calli, analyzed by gPCR. Two biological and three technical repeats were taken for each sample. Bars indicate range of values.
(c) Correlation matrix of probes used in analysis

Supplementary figure 2
Medtr1g107185 BHLH TF-like protein Medtr7g104190 bZIP TF
20
£ 200
=
=}
%
= 15
&
g
°
>
i)
&
2 10
wv
L 100
Qo
&
5
0
0
wt w90 wt w90
Genotype

Expression levels of gene from bHLH family (Medtr1g107185) (left) and gene from bZIP family (right) in wildtype and w9o calli, analyzed
by gPCR. Two biological and three technical repeats were taken for each sample. Bars indicate range of values.
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Supplementary figure 3

Downregulated pathways

Oxidoreductase activity, acting on the CH-OH group of donors, NAD or NADP as acceptor -

Transcriptomic analysis of Medicago truncatula calli
with MtWOX9-1 overexpression

Phenylalanine ammonia—lyase activity -

Chitin binding -

Ribulose—bisphosphate carboxylase activity -

Omega peptidase activity -

Racemase and epimerase activity, acting on carbohydrates and derivatives -
Chitinase activity

Actin filament binding -

Oxidoreductase activity, acting on CH—OH group of donors -
Peroxidase activity -

Pyridoxal phosphate binding 4

Carbon—carbon lyase activity -

Anion transmembrane transporter activity

Serine—type carboxypeptidase activity

Flavin adenine dinucleotide binding -

Vitamin binding -
Exopeptidase activity 4
Coenzyme binding -
Serine hydrolase activity -

Serine-type endopeptidase activity -

Hydrolase activity, hydrolyzing O—glycosyl compounds -

Overrepresented “Molecular function” GO pathways in downregulated genes.
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Supplementary figure 4

TpaHCKpUNTOMHBbI aHanu3 KannycoB Medicago truncatula
Co cBepxaKcnpeccuert reHa MtWOX9-1

Cinnamic acid biosyn thetic process 4

L—phenylalanine catabolic process {

Photorespiration {

Erythrose 4—phosphate/phosphoenolpyruvate family amino acid metabolic process -
Secondary metabolite biosynthetic process
Benzene—containing compound metabolic process
Methionine metabolic process {

Response to biotic stimulus -

Cellular response to brassinosteroid stimulus 4

Carbon fixation -

Glucosamine—containing compound metabolic process -
Chitin catabolic process -

Amino sugar catabolic process -

Phenylpropanoid metabolic process -

Response to cadmium ion 4

Cellular ion homeostasis A

Aminoglycan metabolic process -

Alpha—amino acid catabolic process 4

L—serine metabolic process

Aromatic amino acid family metabolic process -

Response to water deprvation -

Pathways

Response to fungus

Potassium ion transmembrane transport -
Potassium ion transport -

Plant—type cell wall organization 4
Hormone metabolic process {

Hydrogen peroxide catabolic process {
Anion transmembrane transport -
Reactive oxygen species metabolic process {
Response to inorganic substance {
Cellular oxidant detoxification -
Recognition of pollen 4

Cellular response to toxic substance {
Detoxification -

Antibiotic metabolic process {

Response to external biotic stimulus -
Alpha—amino acid biosynthetic process -
Cell wall organization or biogenesis -
Cofactor metabolic process -

Drug metabolic process {

Overrepresented “Biological Process” GO pathways in downregulated genes.
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