SUPPLEMENTARY MATERIALS
to the article M.G. Smaragdov “ldentification of homozygosity-rich regions in the Holstein genome”

Supplementary Material 1
Estimated mean ROH number (+ SE) in the herds based on 15 SNPs consecutive runs (detectRUNS)

ROH number Herd

The mean number of ROH 1903 +11.1 175415 1780+£1.7 1907166 1782+1.7 1798+20 182.1+34

Supplementary Material 2
Estimated mean ROH number (£ SE) across the herds in length classes based on consecutive runs (detectRUNS)

N* Class (Mb)

1-2 2-4 4-8 8-16 >16
.......................................................................................... Consecutlverunsw'chOSNpS
0 ..................................... 3585i277”55i9 ........................ 662i63 ........................ 319i32”3i17 .......................
1 ...................................... 679215601391i103 ................... 704_,_.63 ........................ 344i34123i17 .......................
212382i10801840i142 ................... 750i69 ........................ 362i31131i18 .......................

*The number of allowed heterozygous SNPs in the ROH segments.

Supplementary Material 3
Estimated mean ROH number (£ SE) across the herds in the length classes based on 20 SNPs sliding runs

N* Class (Mb)

1-2 2-4 4-8 8-16 >16
....................................................................................... 5|,d,ngrunsbasedondetectRUNs
0 ...................................... 319012411048183 ..................... 643161 ........................ 309i321”i16 ......................
1 ....................................... 6488i5541419i122 ................... 690i66 ....................... 358131139i15 .......................
2122051”00 ............... 24441220 ................... 81188 .......................... 385i39152i14 ......................

*The number of allowed heterozygouz SNPs in ROH segments.
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Supplementary Material 4
Chromosomes rank by ROH coverage (consecutive runs)

BTA* Size of BTA (Mb)** Proportion of the chromosomes  Proportion of ROH Rank of chromosomes
size in cow genome in chromosomes

* Bos taurus autosome; ** cow genome 2489.37 Mb.
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