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MpunoxeHue 1. 3TanoHHbIe NOCNIe[OBATENIbHOCTY pPa3nnyHbIX rpynn OA2.
B Tabnuue npriBeeHbl: Ha3BaHWe NOCefOBaTeIbHOCTH, rpynna pocdonrnas, ICTOYHMK NOCelOBaTeIbHOCTH, Ha3BaHUE OPraHM3Ma, MAEHTUPNKATOP NOCIE[0BATENIbHOCTY
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MpunoxeHue 2. KntoueBble JOMEHbBI U 1X OMcaHue 13 6a3bl gaHHbIX Pfam.
Tabnvua cofep»KuUT NoJIHOE Ha3BaHVEe JIOMEHA, KPaTKOe Ha3BaHVe 1 naeHTUGuKaTop 13 6a3bl JaHHbIX Pfam

Domain Short name Pfam ID
. pata tm“ke phospho| | pase ................................................................. patan n ................................................ pF 0 17342 4 ............................................
. |_ec|th m re t. no| acy|tra ns ferase .......................................................... |_RAT ................................................... PF 0 49701 5 ............................................
Group Xl secretory phospholipase A2 precursor PLA2G12 PrOGOs114
. p hosp ho||pas e A2 ................................................................................. ph osph o|| p _A2_1 ............................. pF 0 00682 1 .............................................
. p hosp hthas e A2 ................................................................................. ph osph o|. p _A2_2 ............................ pF 0 58261 4 ............................................
. p hosp ho|.pas e A2_||ke d 0ma| n ........................................................... ph osph o|| p _A2_4 ............................ pF 0 33981 2 ............................................
Platelet-activating factor acetylhydrolase, isoform Il PAF-AHPII PFO340316
Lysophosphonpasecata|yt|cdomam ................................................ p|_A2|3 .............................................. pF0173521 .............................................
. |_ec|th m cho|estero| acy| tra n sfera Se .................................................. |_CAT ................................................... PF 0 245 01 7 ............................................
GDSL-like Lipase/Acylhydrolase family lipase GDSL2 PF134720

MpunoxeHwue 3. lononHWTeNbHbIE JOMEHbI 1 UX ONCaHWe 13 6a3bl AaHHbIX Pfam.
Tabnuua copepXnT NOSIHOE Ha3BaHMe JOMEHA, KpaTKoe Ha3BaHVe AoOMeHa U naeHTUdMKaTop u3 6a3bl faHHbIX Pfam

Domain Short name Pfam ID
PF13637

PF00078.32
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MpunoxxeHwne 4. IcxogHble MPOTEOMHbIE faHHbIe.
B Tabnuiue npuBeaeHbl BULOBbIE HAMMEHOBAHMWSA OPraHN3MOB, COKpaLLEHHbIe Ha3BaHUA, FEHOMHble MAEHTUOUKATOPbI MIOCKMX YePBE 1 MOIOCKOB,
KJlaccbl 1 MOAKIAcChl OPraHM3MOB, a Takxe 00pa3 XM3HU OpraHn3MoB

Organism Short name Project ID Class Subclass Lifestyle
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OKoHuaHue NpunoxeHusa 4

Organism Short name Project ID Class Subclass Lifestyle
5ch,5tosoma haemato b,um ................................ schHae ..................................... PRJNA78265 ........................................... D.ge nea ..................................... D.gmea ...................................... para_c,.te ....................................

sch,stosoma mterca/atu m .................................. sch|nt ....................................... PRJE B44434 ............................................ D|ge nea ..................................... D.gmea ...................................... Paras|te ....................................

Schlstosomajapomcum ...................................... SchJap ...................................... PRJNA520774 ......................................... D.ge nea ..................................... D.gmea ...................................... Para_c,.te ....................................

sch,stosoma man som ......................................... schMan .................................... PR_]E A3 6577 ............................................ D|ge nea ..................................... D.gmea ...................................... para5|te ....................................

Schlstosoma margre bow,e, ................................ schMar ..................................... PRJE 344434 ............................................ D.ge nea ..................................... D.g. nea ...................................... Paras|te ....................................

sch,stosoma matthe e , ......................................... schMat ..................................... PR_]E 344434 ............................................ D.ge nea ..................................... D.g. nea ...................................... para5|te ....................................

sch,stosoma rodha,n, ......................................... schRod ..................................... PRJE 844434 ............................................ D.ge nea ..................................... D.gmea ...................................... Paras|te ....................................

Schlstosoma spmda/ e .......................................... schs p. ...................................... PRJE B44435 ............................................ D.ge nea ..................................... D.gmea ...................................... Paras|te ....................................
Schistosoma turkestanicum schtur PRIEB44436 Digenea Diginea Parasite
Schmidteamediterranea schMed PRINASSS486 Rhabditophora Tricladida Free-living organism
Spirometraerinaceieuropaei spiei PRIEBI202 Cestoda Eucestoda Parasite
Taen,aas,atlca ...................................................... T aeAs. ....................................... PRJE 3532 ................................................. Ce stoda ...................................... Eu C e stoda ................................. Para5|te ....................................

Taemamumceps .................................................. '|' ae Mu| ..................................... PR_]NA307624 ......................................... Ce StOda ...................................... Eu c e StOda ................................. para5|te ....................................

Taemasagmata .................................................... T aesag ...................................... PRJNA71493 ........................................... ce stoda ...................................... Eu C e StOda ................................. paras|te ....................................

Taen,aso/,um ....................................................... '|' ae50| ....................................... PR_]NA1 703 13 ......................................... Ce StOda ...................................... Eu c e StOda ................................. para5|te ....................................

THChOb ,/harz,a regent, ........................................ T n Reg ....................................... PRJE 544434 ............................................ D.ge nea ..................................... D.g. nea ...................................... Para5|te ....................................

Tnchob ,/harz,a sz[datl ......................................... T n s Z | ......................................... PRJE B44434 ............................................ D.ge nea ..................................... D.g. nea ...................................... Paras|te ....................................
Data source : MolluskDB (httpsi/ensemblmolluscdb.org), v.2, accessed 15.05.2024
Loma g,gan tea ......................................................................................................................................................................... Mo||u5ca .................................... Lophotrochozoa ...................... Freeh V. n gorga msm .............
Mod,o/us ph,/,pp,narum .......................................................................................................................................................... Mo||u5ca .................................... LophOtrOChozoa ...................... Free“ V. n gorga n|5m .............
Cmssostrea g,gas ..................................................................................................................................................................... Mo||u5 ........................................ Lophtrochozoa ...................... Fre V. n grga msm .............
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Fig. 1. Phylogenetic tree of phospholipase A2 sequences of the 0G0000961 orthogroup
(PLA2G6, calcium-independent).

Here and in Fig 2 and 3: The figure shows sequences of Mollusca in green, free - living worms (Turbellaria)
in blue, Monogenea in orange, Cestoda in gray, and Digenea in red.
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Fig. 2. Phylogenetic tree of phospholipase A2 sequences of the OG0000019 orthogroup
(PLA2G6, calcium-independent).
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Fig. 3. Phylogenetic tree of sequences of phospholipases A2 of the orthogroup 0G0000217
(PLA2G6, calcium-independent).
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