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Table 1. Percentage of participants using different kind of medications
separated by groups with abdominal obesity (AO+) and without abdominal obesity (AO-)

Medication AO+ (%) AO- (%)
Ang|otensmconvemngenzymemmb.tors ............................ 429161 ........................................
D|uret|cs157 ........................................ 32 .........................................
BetaB|ockers ............................................................................. 20 ........................................... 97 .........................................
Ca|c|umchanne|b|ocker5114 ........................................ o ............................................
p|ate|etaggregat|onmh|b.tor114 ........................................ 32 .........................................
Other5157 ........................................ 32 .........................................

LnRNA Direct primer Reverse primer

GAPDH TGCACCACCAACTGCTTAGCIS3 GGCATGGACTGTGGTCATGAGI53]
GAS5 GACAGTTGTGTCCCCAAGGA TGTGTGCCAATGGCTTGAGT
ENST00000702964.1

P5549 GGCCTTGAGGAGGCAAGTAA TCAGATGTGTCGCTTCTCGG
ENST00000560705.1

P5549 CCCACACAGCACGATGAGAT GAAGCCAGTATTTTCCAGCTAAT
ENST00000559600.1

p19461 ATGCAAGGGAGATGCATTGGT GGATTTGCACCCAGTGTTTCC
ENST00000558120.5

p19461 ATGCAAGGGAGATGCATTGGT AGGTGAGCTGGTTCCTCTCTGA
ENST00000663878.1

p19461 TTCCTGAGAGCCTAGGGACC ACGACAAGGCCCAAGGAAAA
ENST00000664388.1

p19461 ATGCAAGGGAGATGCATTGGT AGGTGAGCTGGTTCCTCTCTGA
ENST00000664536.1

p19461 ATGCAAGGGAGATGCATTGGT AGGGTACTCCTGCTGCTCAA
ENST00000666463.1

SNGH9 GGGAATCCACCCGAAGAGTG TGGGAGGACCAGTGTCCTAA
ENST00000531523.3

SNGH9 GGGAATCCACCCGAAGAGTG ATTTTCAACCAACGCCGGTC
ENST00000564014.1

ASMERT1 AAGTAGCACCATGTGGCAGAA GAAAGGGTGTGTTCTCGTGG
ENST00000625278.2

ASMER1 ACCAGCCTCTCCTACTGACT GAAAGGGTGTGTTCTCGTGG
ENST00000630211.2

ASMERT1 CCCAGACTCCAGAACTACTCC TTGGGGAAACTCAGCTCTCTT
ENST00000418954.2

ASMER1 CCCAGACTCCAGAACTACTCC TTGGGGAAACTCAGCTCTCTT

ENST00000412426.5


https://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000281903;r=21:14824327-14917235;t=ENST00000630211
https://www.ensembl.org/Homo_sapiens/Transcript/Exons?db=core;g=ENSG00000281903;r=21:14824327-14917235;t=ENST00000412426
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Fig. 1. Standard curve indicating efficiency of primer set used for quantification of reference gene GAPDH
expression levels.
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Fig. 2. Standard curve indicating efficiency of primer set used for quantification of SNGH9 IncRNA expression levels.
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Fig. 3. Standard curve indicating efficiency of primer set used for quantification of GAS5 IncRNA expression levels.
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Table 3. Primers used for miRNA reverse transcription and quantification

Stem loop primer hsa-miR-221 GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGAAACC
“Stem loop primer hsa-miR222 GTGCAGGGTCCGAGGTCAGAGCCACCTGGGCAATTTTTTTTTTTACCCAG
“Stem loop primer hsa-miR26a GTGCAGGGTCCGAGGTCAGAGCCACCTGGGCAATTTTTTTTTTTAGCCTA
“Stem loop primer hsa-miR-155 GTGCAGGGTCCGAGGTCAGAGCCACCTGGGCAATTTTTTTTTTTAACCCC
‘Stem loop primer hsa-miR-103a GTGCAGGGTCCGAGGTCAGAGCCACCTGGGCAATTTTTTTTTTTCATAGCES)
Jemeppme IR et L
hsa-mir221 AACACGCAGCTACATTGTCTG GTCGTATCCAGTGCAGGGT
hea-miR222 TTCGGAGCTACATCTGGCTA CAGTGCAGGGTCCGAGGTSS
‘hea-miR26a TTICGGTTCAAGTAATCCAGGA CAGTGCAGGGTCCGAGGTSS
‘hea-miR1ss AAGCGACCTTAATGCTAATCGTGA CAGTGCAGGGTCCGAGGTSS
hsemiR03a  GGAGCAGCATTGTACAGGGES  CAGTGCAGGGTCCGAGGTSS
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Fig. 4. Standard curve indicating efficiency of primer set used for quantification of miRNA-26A expression levels.
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Fig. 5. Standard curve indicating efficiency of primer set used for quantification of reference miRNA-103 expression levels.
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Fig. 6. Standard curve indicating efficiency of primer set used for quantification of miRNA-155 expression levels.
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Table 1. Correlation of IncRNA expression with various clinical and biochemical parameters

RNA BMI Waist Glucose Cholesterol  Triglycerides LDL-C HDL-C

circumference, in blood in blood

G m m0|/|_ ............................................................
/.\0+ ..................................................................................................................
SNHeg ........ pc ...................... o 255* .............. o 010 ................... 0035 .................. 0 086_0023 .................. 0096 .................. 0 071 ................
...................... p(zta||ed)oo42093507330498082604520576
GA55 ........... pc ...................... o 218 .............. : 0059 ................... 0233 .................. 0 154_0051 ................... 0136 .................. 0 135 ...............
...................... p(zta||ed)oo74053200560210062302690272
................................................................................................................. A o_
SNHG9 ........ pc_oo3o ................ o 037 ................. . 0070_0176 .................. o 054 ................ . 0005_0201 ................
...................... p(ztaued)ogggosge07550411075709320346
GA55 ........... pc_o177 .............. g 0155 ................. - 0030_0131 ................... o 113 ................ - 0024_0150 ...............
...................... p(2ta||ed)0358042308770497055109000437

Table 2. Correlation of miRNA with various clinical and biochemical parameters

RNA BMI Waist Glucose Cholesterol  Triglycerides  LDL-C HDL-C

circumference, in blood in blood

O mmo|/|_ ............................................................
................................................................................................................ Ao+
m|R26A ...... pc ..................... o 008 ............... o 030_0309* .............. - 0042_0031_0044 .................. 0 006 ...............
....................... p(zta||ed)0951031500140748053307360961
m|R155 ....... pc ..................... o 015 ............... o 224 .................... o 109 ................ - 0239_0024_0325** ............ - 0122 ...............
....................... p(2ta||ed)0905007303390056034800080334
................................................................................................................ Ao_
m|R26A ...... pc_o326_0224 .................... o 145 ................ - 0121_0260 .................. o 025 ................ - 0”5 ...............
....................... p(2ta||ed)o112023304900563021009050585
m|R155 ....... pc_o179_0208 .................... 0 342 .................. 0 390 .................. 0 075_0016 .................. 0 430* ..............
....................... p(2ta||ed)o391o31800940054072009390032

Table 3. Expression levels of miRNAs and IncRNAs in studied groups
described as (Mean Standard + error of the mean) p-value for comparison
between AO+/AO- and T2D+/T2D- is presented

Transcript symbol AO+ AO- p T2D+ T2D- p

‘miRNA-SS 055:008  049:01 083 069£026  055:008 0ss
‘miRNA-26A 776048  1123%102  ~0001% 7404095  780+054 078
IncRNASNHGO 052£000  041£007 048 066024  050£009 057
IncRNAGASS  178+029 1794041 045  155%155  449£022  ~0001%
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Fig. 1. Scatter plot Grap showing the correlation between expression levels of SNHG9 and miRNA-155 in obese individuals (AO+)
and individuals without abdominal obesity (AO-).
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Fig. 2. Scatter plot Grap showing the correlation between expression levels of GAS5 and SNHG9 in obese individuals (AO+) and
individuals without abdominal obesity (AO-).
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Fig. 3. Scatter plot Grap showing the correlation between expression levels of GAS5 and miRNA-155 obese individuals (AO+) and
individuals without abdominal obesity (AO-).
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Expression analysis of microRNA and IncRNA
in visceral adipose tissue of obese and non-obese individuals
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Fig. 4. Scatter plot Grap showing the correlation between expression levels of GAS5 and miRNA-26A in obese individuals (AO+)

and individuals without abdominal obesity (AO-).
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Fig. 5. Scatter plot Grap showing the correlation between expression levels of SNHG9 and miRNA-26A in obese individuals (AO+)

and individuals without abdominal obesity (AO-).
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Fig. 6. Scatter plot Grap showing the correlation between expression levels of miRNA-26A and miRNA-155 in obese individuals (AO+)

and individuals without abdominal obesity (AO-).
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