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K ctaTbe B.l. JleBuukoro, T.HO. BatonuHon, B.B. Pagunua

«CBA3b Mepapxuyeckon Knaccndrkaumnm TPaHCKPUNLMOHHbIX pakTopoB

no cTpyktype JHK-cBA3bIBaloLero gomeHa 1 BaprabenbHOCTY MOTUBOB CaTOB CBA3bIBAHUA
3TnX paKTOpOB»

Ta6nuua S1. Cnncok Betel TO, pazbuBatowmnx nepapxmyeckyto knaccudrkaumo TO yenoBeka COrnacHo AaHHbIM
B TFClass no cxoacTBy MOTUBOB CaliTOB CBA3bIBAHUA

B aHanu3 BknoueHbl TO 13 cemm KpynHbIX Knaccos: Basic leucine zipper factors (bZIP) {1.1}, Basic helix-loop-helix factors (bHLH)
{1.2}, Nuclear receptors with C4 zinc fingers {2.1}, C2H2 zinc finger factors {2.3}, Homeo domain factors {3.1}, Fork head/winged
helix factors {3.3} n Tryptophan cluster factors {3.5}. KonoHka «BeTBb»: ugeHTrdUKaTOP BETBY, BKIOUYaOWMI LndpoBoe o603Have-
HMe HauBbICLIEro (POAUTENIbCKOTO) YPOBHA MepapXui, B KOTOPOM MOMHOCTbIO I YaCTMYHO PacrofioXKeHa BETBb, a Takxke OYKBbI
B andasutHoMm nopagke A, B, C, ..., Z, AA, AB, 1 T.4. OTMeualoT pasHble BETBY, NMPrHaAnexaline ogHOMY TaKOMy POAUTENbCKO-
My ypoBHIo. KonoHka «Cnucok knaccos/cemeincts/noacemencts/T®»: CNMCOK KOHKPETHbIX eVHUL, KnaccudrKkaumm obbeuHeH-
HbIX BETBbIO; CMCOK COCTOUT U3 eAMHUL, KnaccuprKaumm ypoBHs 6onee HU3KOro Ha OfHY CTyreHb, YeM POAUTENbCKUIA YPOBEHb.
KonoHka «CxopcTBo»: 3HauYeHne meTpukn Q2 cxoactea T®O No MOTMBaM CaiTOB CBA3bIBAHWA A5 BeTBU. [InA BeTBel, COCTOALLNX
13 aByx 1 6onee TO pacueTbl BbiNOMHeHbI Mo dopmynam (2) v (4). Ana Betel, cocToAwmx 13 ogHoro TO ¢ aABymA 1 6onee moTu-
BamMu — no dopmyrne (3). Cumson ‘#' 03Hauaer, uTo BeTBb MMeeT oavH TO C 04HUM MOTVMBOM CATOB CBA3bIBaHMA, MO3TOMY pacyeTbl
CXOACTBA He MPOU3BOAUINC.

BeTBb Cnuncok Knaccos/cemencts/nogcemencts/TO CxopcTBO
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{3.1.31A ALX {3.1.3.1}, DRGX {3.1.3.6}, ISX {3.1.3.12}, MIX {3.1.3.14}, ARGFX {3.1.3.2}, PRRX {3.1.3.21}, UNCX 5.605
{3.1.3.27}, RAX {3.1.3.22}, ESX {3.1.3.8}, SHOX {3.1.3.25}, VSX {3.1.3.28}, HESX {3.1.3.10}
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OKoHuYaHue Tabn. S1

BeTtBb Cnncok knaccos/cemencta/nogcemencts/TQO Cxopfctso

FOXA {3.3.1.1} 2 ¥ 9 3. 2.88 0.944 2.46 7.49 B2 3.34

0.538 | 0.225 - 0.653 - - 4.07 0.512 | 0.693

FOXB {3.3.1.2}

FOXC {3.3.1.3}

FOXD {3.3.1.4}

FOXE {3.3.1.5}

FOXF {3.3.1.6}

FOXG {3.3.1.7}

FOXH {3.3.1.8}

Biss)

2192,
0.644 | 0.624 | 0.786 ﬂ 0.704 | 0.865 | 0.412

FOXI {3.3.1.9}

FOX] {3.3.1.10}

FOXK {3.3.1.11}

FOXL {3.3.1.12}

FOXM {3.3.1.13}

FOXO {3.3.1.15}

FOXP {3.3.1.16}

FOXR {3.3.1.18}
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Puc. S1. TennoBas kapta cxoactea T® no moTnBam CaToB CBA3bIBaHMA AnA cemenctea FOX {3.3.1}.

KopuuHeBblIii Kpyr Ha inaroHanu TernaoBoN KapTbl O3HAaYaeT, YTo Yy NoACeMeNcTBa eCTb Bcero oauH TO ¢ ofHNM MOTUBOM
CanToB CBA3bIBaHNWA. LIBeT oTpaxaeT 3HaueHne meTpukm cxoacTea Q2.
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q Paired-related HD {3.1.3}

{3.1.3.1} {3.1.3.2} {3.1.3.3} {3.1.3.4} {3.1.35} (3.1.3.6} {3.1.3.7} (3.1.3.8) {3.1.3.9} {3.1.3.10}{3.1.3.12}{3.1.3.14)}{3.1.3.17}3.1.3.18}{3.1.3.19}{3.1.3.20}{3.1.3.21}{3.1.3.22){3.1.3.23}{3.1.3.25}{3.1.3.27}{3.1.3.28}
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DRGX {3.1.3.6} 3.3 6.56

DUX {3.1.3.7}

ESX {3.1.3.8}

GSC {3.1.3.9}

HESX {3.1,3.10}

ISX {3.1.3.12}

MIX {3.1.3.14)

OTX {3.1.3.17)

PHOX {3.1.3.18}

PITX {3.1.3.19)

PROP {3.1,3.20}

PRRX {3.1.3.21}

RAX {3.1.3.22)

RHOX (3.1.3.23)

SHOX {3.1.3.25}

UNCX {3.1.3.27}

VSX {3.1.3.28)

6 HD'ZF {31 8} e POU {3110) {3.1.10.1} {3.1.10.2} {3.1.10.3} {3.1.10.4} {3.1.10.5} {3.1.10.6} {3.1.10.7}

{3183} {3.1.85}
POU1 {3.1.10.1}

ZEB {3.1.8.3} 0.0634
POU2 {3.1.10.2}

ZHX {3.1.8.5} .
POU3 {3.1.10.3}

POU4 {3.1.10.4}
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POU6 {3.1.10.6}

1-like {3.1.10.7}

Puc. S2. TennoBas kapTa cxoactBa T® NMo MOTMBaM CalTOB CBA3bIBaHMA Ana cemeincts Paired-related HD {3.1.3}, HD-ZF {3.1.8} n POU
{3.1.10} knacca Homeo domain factors {3.1}.

a, 6 n 8 - cemeiictga Paired-related HD {3.1.3}, HD-ZF {3.1.8} n POU {3.1.10}. KopruHeBbI Kpyr Ha AvaroHanu TEMMOBOW KapTbl O3HaYaeT, u4To ecTb
Bcero oavH T® ¢ 04HUM MOTVMBOM CalTOB CBA3bIBAHUSA. LIBET OTpaxkaeT 3HaueHne MeTprKy cxofcTtea Q2.
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