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Ta6nuua S1. Xapaktepuctuka O30 nnogoson mywku Drosophila melanogaster B KauecTBe MOLENbHOMO >KUBOTHOMO
B paMKax brioMe LNHCKNX NccnefoBaHNii, naeHTUGULMPOBaHHbIX C MoMoLLbio TexHonorun RNA-seq
1 cobpaHHbIx B 6a3e 3HaHun FlyDEGdb, co3gaHHol B faHHoI paboTe

N2 Jlnnwma TkaHb Bospencrene Mogenb oTBeTa Hopma Npeg JInTepaTypHbIN NCTOYHMK
n/n
1 ....... AD ................... ron OBa ............ /.\D ..................................... AD . 1o;| ................................ WT on ................ 121 ......... da Costa s.|va e t a| 2 o 22 .

2 ...... AD ................... ron OBa ............ AD ..................................... AD . 10,1 ................................ AD on .................. 9 9 .......

3 ...... AD ................... ron OBa ............ AD ..................................... AD on .................................. WT on .................... 1 ........

4 ...... AD ................... ronoga ............ AD ..................................... AD1on ................................ WT1on .................. 2 ........

5 ...... cyﬁp ............... ronoga ............ HapymeHCOH ................... cyf|p/WT .............................. WT 3356 ........ Mar|anoeta|2023 .............

6 ...... Cantonsg ..................... TeMOBOMLUOK ................. TennOBommOK ..................... WT8525 ........ Lechetaetalzozo .............

7 ...... Cantonsg ..................... Xono'qoBoV”_uoK .............. xOnonogoy.LUOK .................. WT6946 .......

8 ...... w1 ”8 ............ nquHKa ......... Xon OROB OMLUOK .............. 6°c ........................................ 26°c ...................... 11 ......... |_|s et a| 2 0 25 ....................

9 ...... W1 113 ............ J'||/|L||/| HKa ......... TeHHOBOM LUOK ................. 35(; ...................................... 25°c ...................... 1 1 ........

10 ...... W1 ”8 ............ HWM HKa ......... TepMoaHo Ma nVM ............. 35°c ...................................... 6°c ........................ 1 1 ........

11 ....... w1 ”8 ............ KYKonKa .......... xon OROB OM UJOK .............. 6°c ........................................ 26°c ...................... 3 4 .......

12 ...... W1 113 ............ KyKonKa .......... TermoBoVH_uoK ................. 35c ...................................... 25°c ...................... 3 4 .......

13 ...... W1 ”8 ............ KyKonKa .......... TepmoaHo Ma nVM ............. 35°c ...................................... 6°c ........................ 3 4 .......

14 ...... ang ..................... xononogomumK .............. 6°c ........................................ 26°C ...................... 12 ........

15 ...... ang ..................... Termogoy”_uoK ................. 35c ...................................... 25°c ...................... 12 ........

16 ...... ang ..................... TepMoaHOManMM ............. 35°c ...................................... 6°c ........................ 12 ........

17 ...... W11189 ..................... Xono'[]'OBomu_jOK .............. 60(: ........................................ 25°c ........................ 7 ........

18 ...... W1 ”8 ............ 6mmaro ......... TermoBomuJQK ................. 35°c ...................................... 26°c ........................ 7 ........

19 ...... w1 ”8 ............ 5‘lea ro ......... TepmoaHo Ma HVM ............. 35c ...................................... 6°c .......................... 7 ........

20 ...... Cantong ......... 5‘9 ................ XOHOD'OBOMUJOK .............. 4°c ........................................ Hopma 3391 ......... Moska|eveta|2o15 ...........

21 ....... Cantons ......... 5‘9 ................ Xononogommo;( .............. o°c ........................................ HopMa 2054 .......

22 ...... Ca nton . 5 ......... 5‘9 ................ xon OHOB OM UJOK .............. _4°c ...................................... Hopma R 3 992 ........

23 ...... Cantons ......... 5‘9 ................ MMKOMH¢eKum .............. MMKOMHq)eKuMﬂ ................... Hopma 40 .......

24 ...... Ca nton . s ......... 5‘9 ................ [/|3n yqu Me . 137(:5 ............. ﬂo3a 1 44 rpem ..................... HopMa ................. 7 86 .......

25 ...... Ca nton . 5 ......... 5‘9 ................ |/|3n quH Me . 137cs ............. [103a 350 rpem ..................... Hopma ................. 5 97 ........

26 ...... Ca nton . s ......... 39 ................ |/|3n yqu Me . 137c5 ............. ﬂo3a 364 rpem ..................... Hopma e 4 24 .......

27 ...... Ca nton . s ......... 5‘9 ................ rono,an Me ....................... rononaH Me ........................... HopMa ................... 3 1 ........

28 ...... WT .................. 5‘ ..................... xon OD'OB OMUJOK .............. 60(: 5,q ................................ 215c5n ........ 1 304 ........ Ma C M|||a n eta| 2 016 .........

29 ...... WT .................. ronoga ............ MSBCTpeCC ..................... 75MMMSB ........................... Hopma2934 ........ Ramnar|neeta|2022 ........

30 ...... OregonR ........ 5‘9 ................ Kod)eMHOBaﬂp'meTa ......... 25|v|r/Mj1Kod)e|/|Ha ............. Hopma ................... 83 ........ Browneta|2o14 ................

31 ....... Oreg OnR ........ 5‘9 ................ K0¢ em HOBaﬂpM eTa ......... npenne Tanb H a;. . no3a .......... Hopma ................... 3 0 .......

32 ...... oreg OnR ........ @Q ................ TmKen bM Me Tann ............. oosM K a an : quz .......... HopMa ................... 6 3 ........

33 ...... Oreg OnR ........ 5‘9 ................ TmKen bM Me Tann ............. 01M K aAMMﬂCdCI 2 ............ Hopma ................... 9 1 ........

34 ...... OregonR ........ 5‘9 ................ T;m(em,mmeTann15MMMQN/|CU504 ............. Hopma ................... 3 5 ........

35 ...... oreg onR ........ 5‘9 ................ TmKen bM Me Tann ............. 45 MM LMH Ka ch|2 ............ HopMa ................... 6 8 .......

35 ...... oregonR ........ 5‘9 ................ repemumnqpecc1oMMnapaKBaT(PQ) .......... Hopma ................... 5 0 .......

37 ...... oreg OnR ........ 39 ................ rep6m_| Mnc Tpe cc ............ 5MM|-|apa KBaT (P Q ) ............ Hopma ................... 2 5 ........

38 ...... oreg OnR ........ 5‘9 ................ Xon OROB OMLUOK .............. o°c9q|/| 25 °c2 q .............. Hopma ................. 1 06 .......

39 ...... Oreg OnR ........ 5‘9 ................ xon OD'OB OMUJOK .............. o°c2q|/| 25 co5 . q ........... Hopma ................... 6 1 ........
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MpopgomkeHvie Tabn. S1

2 JluHuA TkaHb BospelictBre Mogenb oTBeTa Hopma Npeg  JInTepaTypHbIN UCTOYHMK

benkosas gueta Hopma 2941 Osborne, Dearden, 2017
...................................................................................................... 2on5nzoopac|ﬁcoeta|zo18
...................................................................................................... 30n5n61
...................................................................................................... 40n5n758
...................................................................................................... zonsngog
...................................................................................................... 30}45;‘1365
...................................................................................................... 40n5n1325
...................................................................................................... 30n10n3324Huangeta|2019
10MMPQ10A .................. Hopma949 ......
10MMPQ ........................... Hopma335 .......
...................................................................................................... 50A5n2616ChenHeta|2o14
...................................................................................................... 40,41on1102Monn|ereta|2012
OOk SOuut 1 L SO 45n10n1270 ....... Resmk[)ocampoeta|2o17
...................................................................................................... 7q0°C35q22°C22°C‘|‘|vonHecke|eta|20‘|6
...................................................................................................... 7qO°C15|\/|22C22°C242
...................................................................................................... 7qo°c90M22°c22°c1332
...................................................................................................... EBponaAd)pMKa]823
...................................................................................................... GangDW1113703Ba|ak|revaeta|2024
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OKoHuYaHue Tabn. S1

2  JInHuA TkaHb BospeiicTtere Mogenb oTBeTa Hopma Npeg  JInTepaTypHbIN NCTOYHMK
n/n

86 ...... F1|-|,16p|/m ...... QMMaro ......... Xononogomm0K13°C ...................................... 23°c ..................... 3909 ..... Chen_jeta|2015 ...............
87 ...... F‘|r|/|6p|/|p' ...... Qmmaro ......... xonon/Tennom0K13c ...................................... 29°c ..................... 4 333

33 ...... WT .................. 3M6py|0H ........ TermoBoVH_uoK45°C ....... Tpor||/|K ................................. BepMOHT ................... 1 1 ..... M|kuck|eta|2024 ..............
89 Cantons dnQ Usnyuewne 97Cs  [losalddrpen Hopma 203 deOliveiraetal, 2021
90 ...... Cantons ......... g.,.g .............. |/|3nyqu|/|e137Cs ............. ﬂo3assorpem ..................... Hopma .................... 733

91 ....... Cantons ......... 8M9 .............. |/|3nyqu|/|e137C5 ............. ﬂo3a364rpem ..................... Hopma .................. 2 495

92 Cantons  dnQ [MoKcuHOBbIA cpecc  0.82 MM pvokcun, 38 Hopva 1966

93 Cantons  dnQ Qopvanbpernawok 7% opanbperns  Hopma 1747

94 Cantons dnQ Tonyonosbiit crpecc  50MMPhMe,3a Hopma o721

95 ...... Cantons ......... 5‘ ..................... ronoAaHme ....................... 5Mn3%arap16q .............. Hopma ...................... 80

S 17nwewii 16TkaMeln 27 Bospedictemii S2mopenniotsera J3vopwel 144717 20craten

MpumeyaHme. Npgg — KonnyecTso anddepeHLmanbHO sKcnpeccrpyemblx reHos (31). Jiukun nnogoson mywku: AD — moaenb 6onesnu Anbujreii-
mepa; Cyfip — TpaHcreHHasn nuHum Cyfip85-1; WT — guKni TN, HET yTOUHeHUA (HanpuMep, «06LLenpUHATbIE NabopaTopHble MNofoBble MyLIKM» (Lan-
dis et al., 2004)); EBpona, konnekumu u3 Jleiiaena (fonnanama) n Ymeo (LWeums); Adbpuka, konnekumm ns 3améumn n 3umbabae; Tponuk, Konnekuum
13 Inanm, MaHbl, Kapnbckmx octpoBoB, Mekcunkn n OkeaHun; BepMoHT, nHumn 13 BoctouHoro Kane (BepmoHT, CLLUA). TkaHb: KT — unpoBoe Teno;
3.C. KMLWKa — 3a[1HAA CpefHAA KMLWKa. Mpr3HaK: MUKOMH)EeKLMA, SHTOMOMNATOreHHbIN rpunb Beauveria bassiana. Mopenb: i — oHu; WT — Hopma; MSB —
MeHafnoHa bucynbGuT HaTpua; NnapakeaT (PQ) — repbULIMA, TOKCUYEH 1A YenoBeKa U XMBOTHbIX, 3anpellyeH B Poccun; M — MuHyTbl; KD — HOKAayH;
APS - nepcynbat aMMOHUA; ANOKCUH — 2,3,7-TeTpaxnopanbeH3o-n-anokcnH; PhMe - tonyon.
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Ta6nuua S2. Xapaktepuctuka O3 nnogoson mywku Drosophila melanogaster B kKauecTBe MOLENbHOTO >KMBOTHOTO
B paMKax OrioMeVLNHCKIX NCCejoBaHni, NaeHTUGULMPOBAHHbIX C MOMOLLbIO MUKPOYMNOB
1 cobpaHHbIx B 6a3e 3HaHun FlyDEGdb, co3gaHHol B faHHoI paboTe

Nen/n JlnHnAa TkaHb Bospencreume Mopenb oTBeTa Hopma Npeg JInTepaTypHbIN NCTOYHMNK

_C pe N Landis et al., 2012

M36bITOK caxapa

_ Telonis-Scott et al., 2013

N Girardot et al., 2004

Crape
bakTepun

~ LiHM.et al,, 2008

Yepiskoposyan et al., 2006

Zhangetal, 2011

_ Zhou et al., 2012

Caxay
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OKOHYaHue Tabn. S2

Nen/n Nwewa Tkawb Bospeictene . Mopenooteera . Hopma  Nogg _JluTeparypHblii MCTOUHMK
Hopma 444 Zhouetal, 2012

52 W 8.8 . Adwgenpeccantuwox 200uMényoscerun  Hopwa 2

10 % 3TaHoON C NuLen Hopma 33
.......................................................................................................... 47MMAO¢3MMHaBnmmeHOpMa187
.......................................................................................................... I_IOCTOﬂHHbMCBeTHOpma'IS
6. W 8.8 . Temwaskowa 3uwamepy+lawopwa Hopwa 103

2 MM KoderHa B nuLle Hopma 64
S8 WT S8 Crpewe 308 AR 105

300 nnumHOK B Npobupke  Hopma 103

6

Zhan et al., 2007

MprumeyaHue. CM. NpumeyanHua nog 1abn. S1. JiuHum nnoposon mywku: Ama, Ama-KTT/M/2; Longevity, 33 nokoneHua cenekynm Ha JONroxu-
TenbCTBO; australian, npupoaHble NnofoBble MyLwKK, cobpaHHble B Kodc-Xapbope, HoBbii KOxHbIN Yanbe, ABcTpanusa; MTF1KO, HokaayH no reHy
Drosophila MTF-1. TkaHb: & (Q) - camupl (camkn); xunp — abgomrHanbHas X1poBas TkaHb; MK — npugaTtouHas xenesa; MC - Manbnuruesbl coCyabl;
K - rpyaHas knetka. Mopenb: WT — HopMa; KonbLeBble »ene3bl — RG; LeHTpanbHaa HepBHaa cuctema — CNS; sHgocynbdaH — SKonormyeckn 3a-
rPA3HAOLWNIA MHCEKTULMA, KOTOPbIN 3anpeLyeH BO MHOTMX CTPaHax U3-3a Bpeaa AnA yenoseka; Y — vac; T — BO3AeNCTBE; | — BOCCTaHOBINEHMWE B
HopManbHbIX ycnosusax; E.c. — Escherichia coli; M.I. — Micrococcus luteus; B.b. - Beauvaria bassiana; BCS — 6aToKynpouH gucynbpoHoBasa KncioTa
(cHWXKaeT KOHLeHTpaLuio CBOGOAHBIX MOHOB MeAW 1 APYTUX TAXKENbIX MeTannoB); GIyOKCETUH — aHTUAENPECCaHT, CENEKTUBHbI MHIMOUTOP 06-
paTHOro 3axBaTta cepoToHMHa (SSRI).

KOMIMbIOTEPHAA TEHOMUKA / COMPUTATIONAL GENOMICS 5
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Ta6nuua S3. Xapaktepuctuka O3 nnogoson mywku Drosophila melanogaster B kauecTBe MOLENbHOIO >KMBOTHOMO
B pamKax briomMmeauLNHCKUX NCCnefqoBaHui, nAeHTUOULMPOBaHHbIX C momoulbio metoga RT-qPCR
1 cobpaHHbix B 6a3e 3HaHun FlyDEGdb, co3gaHHol B faHHOI paboTe

Nen/n JlnHnAa TkaHb BospenictBre Mopenb oTBeTa Hopma Npeg  JInTepaTypHbIN UCTOYHMK

Amstrup et al., 2022
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MpoponmxeHne Tabn. S3

Nen/n JlnHua TkaHb BospenictBne Mopenb oTBeTa Hopma Npeg  JIuTepaTypHbI NCTOUHNK

Sinclair et al., 2007
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OKOHuYaHue Tabn.S3

Nen/n JlnHnAa TkaHb Bospencreume Mopenb oTBeTa Hopma Npeg  JluTepaTypHbIi ICTOUHMK
90 Innisfail  d,umaro  Xonogosoiwok  0°C9uf,nmwa0.5u|  Hopma 3 Colinetetal, 2010
91 Innisfail  J,umaro  Xonoposoiwok 0°COuf,mawazul Hopma 8
92 Innisfail  &,umaro  Xonoposoiwok  0°C9uf,nmwadul Hopma 8
93 .......... |nn|sfa|| ......... 6\MMaro ............ Xonop'oBomuJOK ...... o°c9anmmasql .............. Hopma ................ L
94 .......... OregonK ....... gmgmmro ...... CTapeHme ................. 5o,q ......................................... 5,q ....................... 2 ........... Haddad|eta|2 014 ............
95  Canton-S Quwaro  Tennosoiiwok  Jiukkal3:32°C484  Hopwa 3 Karpovaetal,2024
96 .......... e gmgmmaro ...... TecTneKachBa ........ ZOOOMr/nCPZ48q ................ Hopma19 ........... J|angeta|2017 ..................
97 .......... WT ................ ronogammaroTeCTneKapCTBa1.—/ch ................................... HopMa ................ 3 ........... chenXetalzozs ..............
. 98 .......... WT ................ ronoB a MM aro - |_|Jo K OKCMHaHTOM ..... 006% tBHP .......................... Hopma ................ 7 .........

99 wr fonosa wmaro Tect nekapctsa  1r/nRc,006%t-BHP  006%t-BHP 8
z ............ 12nMHMM 15TKaHeM ........... 11303,qemc73m7| ....... 68mop'ene[/'|oTBeTa ............... 11HopM445 .......... 15CTaTeM ..............................

MprmeyaHune. Cm. npumedanmns nog tabn. S1 n S2. NinHum nnogoson mywku: danish — konnekuma ns Ogpepa (Janua); Hsp70(-) — geneuns reHos
hsp70 y nuHumn W1118 (#8841, Bloomington Drosophila Stock Center, BDSC, Bloomington, IN, USA); Terhune - konnekuus n3 TepxyHa (NJ, USA);
Innisfail - konnekuyma ns NHHucdenn (Asctpanus). Bosgeiictene: Wolbachia, 6aktepranbHan nioekuus. Mogens: wMelCS112 n wMelPlus, wram-
Mbl 6akTepun Wolbachia; n — nokonenue; B[] - 6enkosas aveta; H - Hopma; cmecy metannos HM1 (100 pr/n Fe, 10 pr/n Cu, 2.5 ur/n Cd, 5 ur/n Pb),
HM2 (200 pr/n Fe, 20 pr/n Cu, 5 ur/n Cd, 10 ur/n Pb), HM3 (400 ur/n Fe, 40 pr/n Cu, 10 ur/n Cd, 20 pr/n Pb); L3 - lll Bo3pacT; CPZ — xnopnpomasuH;
Rc - ruH3eHo3ung Re; t-BHP - t-6yTunrugponepokcma.

Paspen S1

WnnioctpaTuBHbBI NpUMep aHHOTaLn CTpecc-uHayLumpoBaHHoro 131 aposoduibi

B pamMkax 3T0i# pabOTH TEPMHHOM «aHHOTAINSD 0003HAYCHO TOTTOTHEHIE YKCIIEPUMEHTANBHBIX TAHHBIX IT0 CTPeCC-
MHITyINPOBaHHBIM H3MEHEHHUSIM dKCIpeccrH onpenenennoro JI91" npo3odunitbl, onrcaHHBIX B KOHKPETHOH HayIHOU
CTaThe, C HCIOJIb30BAHIEM dKCIICPHMEHTAIBHBIX TAHHBIX U3 HE3aBHCUMBIX HCTOYHUKOB IT0 (PEHOTHITHUESCKIM ITPOSIB-
JICHUSIM OTHOHAIIPABJICHHBIX H3MEHECHUH SKCIPECCHU TOMOJIOTMIHBIX TEHOB Y YelloBeKa  Ipo30¢hmiel. PaccMorpum
ee Ha mpumepe puc. 1.

IIpexxae Bcero, Ha puc. 1, A onucaH 3KCIIEPUMEHT, IpeAcTaBieHHbli B crathe (Huang et al., 2019), kotopas,
cortacHo noio “FlyDegPMID”, umeer PMID=30651069. B 310ii cTarhe ¢ ucnonab3oBaHueM TexHonoruu RNA-seq
(none “ExperimentType”) nokazano, uto reH dysf apo3odunsl (none “FlyGeneSymbol™) xapakrepusyercs craTu-
ctuuecku jloctoepHbM (P, o, <0.05, none “Padj”) noseimennem sxkcrpeccuu (3Hadenune 3.09 B none “Log2(Model/
Norm)”’) Bo BceM Telie B3pOCIbIX caMok po3oduisl (torne “FlyBioSample™), monBeprayThIx BO3ICHCTBHIO TepOUIaa
napaksat (none “FlyModelSubject”), B cpaBHenun ¢ Hopmoii (rone “FlyNormalSubject”). DkcriepuMeHT IPOBOANIICS
Ha TpaHcreHHo Jinauk Apo30duisl RpL13A-KI (tone “FlyStrain”), xapakrepu3yromieiics OBbIIICHHBIM YPOBHEM
IKcTpeccuu reHa Rpll3A. BeisiBieHHbIH TeHa dysf npo3oduisl umeeT B 6a3e 3Hannii FlyDEGdb yHuKaIbHBIN HIICH-
tugukarop (nose “FlyDeglD”: 63733).

Amnnotanus storo JI3I B paMkax paccMaTpruBaeMoro mpuMepa BKIrtodaeT HHdopManuro u3 1Byx crareil. [lepsas
u3 Hux (Wu J.W. et al., 2022; PMID = 35867785) coobmaer o HapyIIEHUN OOTeHE3a Y CaMOK JPO30(MIbI ¢ Io-
BBIILIEHHBIM YPOBHEM dKcHpeccuu reHa dysf. Bropas crares (Drouet et al., 2018; PMID = 29196218) coob1aet o
MOBBIIICHUH Y(PPEKTUBHOCTH CTPECC-OTBETA Y JIFOJICH C MOBBILIEHHBIM YPOBHEM dKcrpeccun reHa NPAS4 yenoseka,
KOTOPBIH SIBJIICTCS OPTOJIOrOM TeHa dysf APO30(UIIbL.

Wubopmanus u3 3TUX ABYX JOMOTHUTEIBHBIX CTATeH JOKYMEHTHPOBAHA B YETHIPEX PEISIMOHHBIX TaOIuUIax,
nokaszaHHbIX Ha puc. 1, b—/J[. B Tabmunax “FlyHomologs” (puc. 1, b) n “FlyHumanHomologs” (puc. 1, I') mpu-
BEJICHBI CIIMCKH T€HOB JPO30(HIIbI M YEIOBEKa, TOMOJIOTUYHBIX TeHY dysf Tpo30(HIbI COOTBETCTBEHHO. B Tao-
mune “FlyPhenomenon” (puc. 1, B) ¢ ncnons3oBanuem mectu nHpopmannoHHbIX moneil (“ReferenceSpecies”,
“FlyPhenomenon”, “FlyGeneSymbol”, “FlyGeneExpressionChange”, “FlyHealthChange” u “FlyPhenomenonPMID”)
JIOKYMEHTHPOBaH SKCIIEPUMEHT, OIIMCaHHBIN B cTathe (Wu J.W. et al., 2022). AHaIOrMYHO B 3TOH TaOJIHUIIE OIUCAHBI
IKCTIEPUMEHTANbHBIC HAOMIONCHNS (PEHOTUIIIYESCKUX MPOSIBICHUH IS IO CTOBEPHBIX N3MEHEHHIH YKCTIPECCHHU TCHOB
Ip030(UIIBI B CPABHEHUH C HOpMOI1. HempephIBHBIE CTPEIKH (— ) yCTaHABIMBAIOT AHHOTALINIO IKCIICPUMEHTAIBHBIX
nmanueix o 19T nposodmiel (tadbmuna “FlyDEGs”, puc. 1, A) ¢ He3aBUCUMBIMA JaHHBIME 00 OJJHOHAIIPABICHHBIX
M3MCHEHHSX dKcnpeccuu (oanHakoBble 3HaueHus monei “FlyGeneExpressionChange” B tabiuax “FlyDEGs” nHa
puc. 1, A u “FlyPhenomenon” Ha puc. 1, B) roMOJIOTHYHBIX T€HOB IPO30(HIIBL.

8 BaBunoBckuii XKypHan reHeTuku u cenekuum / Vavilov Journal of Genetics and Breeding < 202529 7



O.A. MopkonogHas, M.A. leptoxxeHko, H.H. Teeppoxneob ... FlyDEGdb: auddepeHumanbHo akcnpeccmpyowmecs 2025
AJ1. Mapkenb, H.E. TpyHTeHKo, M.I. lloHomapeHKo reHbl Drosophila melanogaster 29.7

Haxkoner, B Tabiurie “HumanDisorder” (puc. 1, /1) J0KyMEHTHPOBAIN 3KCIIEPUMEHT, OITUCAHHBIA B YITOMSHYTOM
BhImIe crarbe (Drouet et al., 2018). [y aTOr0 Mcmonb3oBay Takue mois, kak: “ReferenceSpecies”, “HumanDisorder”,
“HumanGeneSymbol”, “HumanGeneExpressionChange”, “HumanHealthChange” u “HumanDisorderPMID”. ITyHk-
TUPHBIE CTPEJIKH Ha pHC. 1 H300pakatoT, ¢ OHOM CTOPOHBI, PENSLMOHHBIE CChUIKH, YCTaHABIMBAIOLME aHHOTAIIUIO
SKCIEepUMEHTaNBHBIX JaHHBIX 0 31 npo3odunsl (pensuuonnas tabnuna “FlyDEGS”), u, ¢ Apyroif cTopoHsl, cBe-
JIeHHUs 00 OTHOHATIPABICHHOM U3MEHEHUH SKCITPECCUU TOMOJIOTHYHBIX T€HOB YeNloBeKa (OAMHAKOBbIE 3HAYESHUS OIS
“FlyGeneExpressionChange” na puc. 1, A n nons “HumanGeneExpressionChange” Ha puc. 1, J]). AHamoruuso B
9TOM TaOJMIIEe OMMCAHBI KCIIEPUMEHTAIbHBIC HAOMIONCHHSI MaHU(ECTAIM IOCTOBEPHBIX U3MEHEHUH IKCTIPECCUH
TCHOB YeJIOBEKa B CPABHEHHH C HOPMOH, KOTOpbIe ncnoib3ytorces B 0aze FlyDEGdb kak HezaBucHMBIE TOTIONHU-
TeNbHbIC JaHHbIe Ut anHoTanuu 1317 npo30oduiiel B KauecTBE MOICIBHOTO KUBOTHOTO JIJIsi OMOMEMIIMHCKUX UC-
cJIeJOBaHU 3a00JIEBAaHUI YEI0BEKA.
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Puc. S1. Bbibop cTatrcTyeckn foctoBepHbix (p < 0.05) nepsoit (PC1) n BTopoi (PC2) rnaBHbIX KOMMOHEHT UCCNeyeMbIX SKCNeprMeH-
TaNbHbIX AAHHbBIX O CTPECC-MHAYLIMPYEMbIX FOMOSIOMMYHbIX AnddepeHLmanbHo sKcnpeccrpylowmnxca reHax (A30) aposodpunsl (6a3a 3Ha-
Hui FlyDEGdb, ata pabota) 1 ctpeccupoBaHHbIx Kpbic U3 pabotbl (Oshchepkov et al., 2024), koTopble AOKYMEHTUPOBaHbI B 6a3e 3Ha-
Hui RatDEGdb (Chadaeva et al., 2023), MeTogoM rMaBHbIX KOMMOHEHT C UCMOJIb30BaHMEM CTaHAAPTHOIO CTaTUCTUYECKOTO NMPUIIOKEHNA
Past v.4.04 (Hammer et al., 2001).

O603HaueHus: o, [ 1 KpacHas NIMHKA — OLIEHKI cpefjHero apudmeTmyeckoro (Mean), ero ctaHgapTHon owmnbkm (SEM) n HUXKHAA rpaHmua 95 % po-
BEPUTESIbHOrO MHTEPBana CTaTUCTUUECKON 3HaUMMOCTN OOBbACHEHHON [oNu Ancnepcnmn cornacHo 1000 bootstrap-ucnbitaHuii.
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