NPUNOXEHNA

K ctaTbe M.O®. CaHambsH, LLLY. Bo6oxy»xaeBa, LL.C. Abaykapumosa, XK.C. Ypanosa, A.b. Pyctamosa
«/13yyeHre BINAHNA MHTPOTPECCUM XPOMOCOMbI 2 Ai-CybreHoMa XionyaTHMKa

Buga Gossypium barbadense L. npn 6eKKpOCCUPOBaHNM UCXOAHBIMU IMHUAMN BuAa G. hirsutum L.»

SUPPLEMENTARY MATERIALS

to the article by M.F. Sanamyan, Sh.U. Bobokhujayev, Sh.S. Abdukarimoyv, J.S. Uralov, A.B. Rustamov
“Study of the influence of introgression from chromosome 2 of the A; subgenome of cotton
Gossypium barbadense L. during backcrossing with the original lines of G. hirsutum L

MpunoxeHue 1. CKpelBaeMOoCTb, 3aBsI3bIBaEMOCTb 1 BCXOXKECTb rMOpuaHbIx cemaH BC,F;,
MOMYYEHHbIX OT CKPELLMBAHUA MOHOCOMHbIX IMHWUIA XnonyaTHWKa G. hirsutum L.
C MeXXBUOBbIMU MOHOCOMHbIMU rnbpuaamm Fi(MoxPima 3-79)

Supplement 1. Crossability, setting and germination of hybrid seeds BC;F; obtained from crossing
monosomic lines of cotton G. hirsutum L. with interspecific monosomic hybrids F;(MoxPima 3-79)
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimov, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHne 2. MonekynApHO-reHeTUYeCKNA aHann3 rmdépuaHbIX 6eKKPOCCHbIX MPOPOCTKOB xnonyaTHuKa BC,F,
¢ nomoLybio SSR-MapKkepoB ¢ yyactrieM nnHUM Mo11 ¢ HexBaTKoM XpOMOCOMbI 2 A-CybreHoma xnonyaTHrKa

Supplement 2. Molecular genetic analysis of hybrid backcross seedlings of cotton BC;F; using SSR markers
with the participation of the Mo11 line with a deficiency of chromosome 2 A; subgenome of cotton

Xpomocoma  BapwaHT ckpelymaHua Cembs Homep rmbpuaa MpucyTcTBrie MUKpPOCaTENINTHBIX MapKepoBs
Buaa G. barbadense L.
Chromosome Hybrid variant Family Plant number Presence of markers for G. barbadense L.
2 ........................... BC1F1(M011><|:1 (7 663)) ........... Fam.|y 1 ................... 91 .............................. S
92 .............................. i
93 .............................. i
94 .............................. L
95 .............................. e
Fam|| y2 ................... 101 ............................ L

Family 5
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M.®. CaHambsH, LLLY. Boboxy»kaeB
LW.C. Abgykapumos, X.C. Ypanos, A.b. Pyctamos

WHTporpeccns xpomMocombl 2 A-Cy6reHoma xionyaTHuKa
G. barbadense npwu 6ekkpoccrpoBaHuu G. hirsutum

MNpunoxeHwue 3. InekTpodoperpamma [JHK-amnnmkoHoB SSR-mapKepoB y MONOAbIX MPOPOCTKOB

BC;F;(Mo11xF;(7663)) no xpomocome 2 A.-cybreHoma xsionyatHuka: a — BNL834; b - BNL1434;
¢ —BNL1897; d - BNL3590; e - BNL3971; f - BNL3972; g - CIR381; h - JESPR179.

Supplement 3. Electropherogram of DNA-amplicons of SSR markers in hybrid seedlings
BC;F;(Mo11xF,(7663)) on chromosome 2 of the cotton A, subgenome: a - BNL834; b - BNL1434;
¢ - BNL1897; d - BNL3590; e - BNL3971; f— BNL3972; g - CIR381; h — JESPR179.
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimoy, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHne 4. MoneKkynApHO-reHeTUYeCKNA aHann3 rmbépuaHbIX 6eKKPOCCHbIX MPOPOCTKOB xnonyaTtHuKka BC,F,
C nomoubio SSR-MapKepoB ¢ yyactrem nuHMM Mo 16 C HexBaTKO XPOMOCOMbI 2 A-CybreHomMa XnonyaTHUKa

Supplement 4. Molecular genetic analysis of hybrid backcross seedlings of cotton BC;F; using SSR markers
with the participation of the Mo16 line with a deficiency of chromosome 2 A; subgenome of cotton

Xpomocoma BapwnaHT ckpewmBaHua CembA Homep rmbpupa TMpucyTcTBre MUKPOCATENIUTHBIX MapKepOB
Buaa G. barbadense L.

Chromosome  Hybrid variant Family Plant number Presence of markers for G. barbadense L.

2 BC,F,(Mo16xF,(98,)) Family 1

Family 2

BC1F1(MO16XF1(982)) Family3
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M.®. CaHambsH, LLLY. Boboxy»kaeB WHTporpeccna xpomocombl 2 A-CybreHoma xnonyaTHrKa 2025
LW.C. Abgykapumos, X.C. Ypanos, A.b. Pyctamos G. barbadense npwu 6ekkpoccrpoBaHuu G. hirsutum 20.8

MpunokeHue 5. dnekTpodoperpamma JHK-amnnnkoHoB SSR-mapkepoB
y rubpugHoro npopoctka BC;F;(Mo16xF;(98,)) no xpomocome 2 A,-cybreHoma xnonyaTHuKa:
a—JESPR101; b - JESPR179; c - CIR376; d — DPL0674; e - NAU2277; f - BNL3971.

Supplement 5. Electropherogram of DNA-amplicons of SSR markers in hybrid seedlings BC;F;(Mo16xF,(98,))
on chromosome 2 of the cotton A, subgenome:
a - JESPR101; b - JESPR179; ¢ - CIR376; d - DPL0674; e - NAU2277; f - BNL3971.
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MpunoxeHue 6. dnekTpodoperpamma JHK-amnnmkoHoB SSR-MapKepoB y rubpriHbIX NPOPOCTKOB
BC,F;(Mo16xF;(98,)) no xpomocome 2 A-cybreHoma xnonuyaTHuka: JESPR179.

Supplement 6. Electropherogram of DNA-amplicons of SSR markers in hybrid seedlings BC;F;(Mo16xF,(98,))
on chromosome 2 of the cotton A, subgenome: JESPR179.
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimoy, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHne 7. MonekynAapHO-reHeTUYeCKNA aHann3 rmépuaHbIX 6eKKPOCCHbIX MPOPOCTKOB xnonyaTHuKa BC,F,
C nomoubio SSR-MapKepoB ¢ yyactrem nuHmMM Mo 19 ¢ HexBaTKO XPOMOCOMbI 2 A-CybreHoma XnonyaTHUKa

Supplement 7. Molecular genetic analysis of hybrid backcross seedlings of cotton BC;F; using SSR markers
with the participation of the Mo19 line with a deficiency of chromosome 2 A; subgenome of cotton

Xpomocoma BapwuaHT ckpewmaHma CembA Homep rmbpupga MpucyTcTBrE MUKPOCATENTUTHBIX MAaPKEPOB
Buaa G. barbadense L.

Chromosome  Hybrid variant Family Plant number Presence of markers for G. barbadense L.

2 ............................ BC1F1(M019><F1(7694)) .......... Fam||y1 .............. 81 ............................... S
82 ............................... L
33 ............................... i
34 ............................... i
85 ............................... L
36 ............................... L
87 ............................... i
8 BNL3971, JESPR101, JESPR179, CIR376, DPLO674

MpunoxeHue 8. Inektpodoperpamma JHK-amnnnkoHos SSR-MapkepoB y rmbpuaHOro NpopocTka
BC;F;(Mo19xF,(769,)) no xpomocome 2 A,-cybreHoma xnonyaTtHumKa: JESPR179.

Supplement 8. Electropherogram of DNA-amplicons of SSR markers in hybrid seedlings BC;F;(Mo19xF;(769,))
on chromosome 2 of the cotton A, subgenome: JESPR179.
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BC,F Mo19xF,Mo19*Pima 3-79 (8;)
BC/F,Mo19xF,Mo19xPima 3-79 (8;)
BC,F,Mo19xF,Mo19*Pima 3-79 (85)
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M.®. CaHambsH, LLLY. Boboxy»xaes MHTporpeccna xpomocombl 2 A-cybreHoma xionyaTHrKa 2025
LW.C. Abgykapumos, X.C. Ypanos, A.b. Pyctamos G. barbadense npwu 6ekkpoccrpoBaHuu G. hirsutum 29.8

MpunoxeHne 9. MoneKkynAapHO-reHeTUYeCKMIN aHanu3 ruépraHbIX 6EKKPOCCHbIX MPOPOCTKOB XJlonyaTtH1Ka BC,F,
C nomoubto SSR-MapKepoB ¢ yyactrem nuHmMn Mo93 ¢ HexBaTKO XPOMOCOMbI 2 A-CybreHoma XnonyaTHUKa

Supplement 9. Molecular genetic analysis of hybrid backcross seedlings of cotton BC;F; using SSR markers
with the participation of the Mo93 line with a deficiency of chromosome 2 A, subgenome of cotton

Xpomocoma BapuaHT ckpelwmBaHma Cemba Homep rubpuga lNpucytctBre MMKpocaTennTHbIX MapKepoB
Buga G. barbadense L.
Chromosome  Hybrid variant Family Plant number Presence of markers for G. barbadense L.
2 ............................. Bc1F1(M093 XF1 (5 1 . 64)) ........... Fam||y 1 .......... 61 ............................... S
62 ............................... L
63 ............................... L
Fam.|y 2 ......... 71 ............................... BN |_ 397 1,JE5PR 179 .........................................................
72 ............................... BN |_ 397 1 _]ESPR 179 .........................................................
73 ............................... BN L 397 1JESPR 179 .........................................................
74 ...........................................................................................................................

Family 3 88, JESPR179, BNL3545, BNL3971

JESPR179, BNL3545, BNL3971

Family 4 89, -
892 ............................ L
393 ............................ JESPR179,BN|_3545,BN|_3971 ........................................
894 ............................ _JESPR‘|793N|_3545BN|_3971 ........................................
395 ............................ R
396 ............................ JESPR179|3N|_35453N|_3971 ........................................
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimoy, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHue 10. KoHblorauma XpomMocom Ha cTagum meTtadasbl | Melio3a y MOHOCOMHBbIX rmnbpugos BC,F;,
MOMYYEHHbIX OT CKPeLLMBAHWI PEKYPPEHTHBIX POAUTENEN C MOHOCOMHbIMY rMbpuaamu F,(MoxPima 3-79)

Supplement 10. Pairing of chromosomes at the stage of metaphase | of meiosis in monosomic hybrids BC,F,
obtained from crossing recurrent parents with monosomic hybrids F;(MoxPima 3-79)

Xpomocoma BapuaHT ckpewmBaHna  Homep rmbpuaga Ywmcno Pa3smep B cpepgHem Ha KneTky
n3yyeHHbix MKIN  yHuBaneHTa

YHNBAJIEHTOB 61BaNeHTOB

Chromosome  Crossing variant Hybrid number  PMCs studied Univalent size  Average per cell
Univalents Bivalents
2 ........................... |_458 ...................................... _” .............................. 0 ........................... 0 ........................... zsooiooo ......
lea3_79 .............................. _12 .............................. o ........................... o ........................... 2600i000 ......
F1(|__458><p|ma379) ............ 63010 .............................. o ........................... 0 ........................... 26001000 ......
BCF,(Mol1xF\(766,) 494, 13 large 1004000  2500+000
BC1F1(M016><F1(936)) ........... 922216 .............................. Large ................... 1004_rooo .......... 25001000 ......

922814 .............................. Large ................... 100i000 .......... zsooiooo ......

9237 ......................... 3 ................................ Large ................... 1001000 .......... 25001000 ......

923815 .............................. Large ................... 100i000 .......... zsooiooo ......

4955 ......................... 6 ................................ Large ................... 100i000 .......... 25001000 ......

4971 .......................... 20 .............................. Large ................... 100i000 .......... 25001000 ......

4974 ......................... 4 ................................ Large ................... 1001000 .......... 2500i000 ......

BC1F1(M019><F1(7694)) ......... 88” .............................. Large ................... 100i000 .......... 25001000 ......

BC1F1(M093><|:1(5164)) ......... 71 .............................. 6 ................................ Large ................... 100i000 .......... zsooiooo ......

72 .............................. 9 ................................ Large ................... 1004_rooo .......... 25001000 ......

7312 .............................. Large ................... 100i000 .......... zsooiooo ......

83114 .............................. Large ................... 1001000 .......... 25001000 ......

33419 .............................. Large ................... 100i000 .......... zsooiooo ......

83710 .............................. Large ................... 100i000 .......... 25001000 ......

39312 .............................. Large ................... 100i000 .......... 25001000 ......

39410 .............................. Large ................... 1001000 .......... 2500iooo ......
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M.®. CaHambsH, LLLY. Boboxy»xaes WHTporpeccna xpomocombl 2 A-CybreHoma xnonyaTHrKa 2025
LW.C. Abgykapumos, X.C. Ypanos, A.b. Pyctamos G. barbadense npwu 6ekkpoccrpoBaHuu G. hirsutum 20.8

MpunoxeHue 11. AHanu3 cnopap y rm6pugos BC,F;, nonyyeHHbIX OT CKpeLLMBaHUI PeKypPPEHTHbIX poauTenen
C MOHOCOMHbIMY rnbpurgamu F,(MoxPima 3-79)

Supplement 11. Analysis of sporads in hybrids BC;F; obtained from crossing recurrent parents
with monosomic hybrids F;(MoxPima 3-79)

Meiotic index
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MpunoxeHue 12. AHanu3 GepTUIbHOCTY MblfbLbl Y MOHOCOMHbIX rnb6pugos BC;F;, nonyyeHHbIX OT CKpeLiBaHui
PEKYPPEHTHBIX POAUTENEN C MOHOCOMHBbIMU rnbpuaamu Fi(MoxPima 3-79)

Supplement 12. Pollen fertility analysis in monosomic BC;F; hybrids obtained from crosses of recurrent parents
with monosomic F; hybrids (MoxPima 3-79)

Pollen fertility and sterility
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimov, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHune 13. CKpeLwmMBaeMOCTb, 3aBA3bIBAEMOCTb 1 BCXOXKECTb rMOpraHbIx cemsaH BC,F4,
MOJTyYeHHbIX OT CKPeLLUBaHNI MOHOCOMHBbIX JIMHWIA XnonyaTHuKa G. hirsutum L.
€ 6eKKPOCCHbIMU MOHOCOMHbIMM rMbpuaamm BC,F;(MoxF;(MoxPima 3-79))

Supplement 13. Crossability, setting and germination of hybrid seeds BC,F,
obtained from crossing monosomic lines of cotton G. hirsutum L.
with backcross monosomic hybrids BC,F;(MoxF;(MoxPima 3-79))

80 69,23 68.08

IIponenTt

BC2F1(Mo16xBC1F1(9228)) BC2F1(Mo19xBC1F1(88)) BC2F1(Mo93xBC1F1(881))

"
2

¥ Ypcno 3aBA3aBIIHXCA THOPHIHBIX KOPOOOUek, % ™ 3aBA3aBIIHXCA THOPHIHBIX CEeMAH, %o
= BexoxecTs, %

MpunoxeHue 14. MonekynapHO-reHeTMYeCKNi aHanm3 rmépraHbIX 6eKKPOCCHbIX MPOPOCTKOB xionyaTtHrKa BC,F,
c nomoubio SSR-MapKkepoB ¢ yyactrem nuHMM Mo 16 C HexBaTKOM XPOMOCOMbI 2 Ai-cybreHoma XnonyaTHUKa

Supplement 14. Molecular genetic analysis of hybrid backcross seedlings of cotton BC,F; using SSR markers
with the participation of the Mo16 line with a deficiency of chromosome 2 A, subgenome of cotton

Xpomocoma  BapwuaHT ckpewmaHua ~ Cemba  Homep  [pucytctBne MpucytctBne
rmbpraa MUKPOCATENUTHBIX MAPKEPOB  MMUKPOCATENUTHBIX
Bupa G. barbadense L MapkepoB Buga G. hirsutum L.
Chromosome Hybrid variant Family  Plant Presence of markers Presence of markers
number for G. barbadense L. for G. hirsutum L.
2 BC,F,(Mo16XxBC,F,(922,)) Family 1 817, CIR376, DPL0674, BNL3971, -
TMB1194
817, - -
817, - -
817, CIR376, DPL0674, BNL3971, -
TMB1194
8175 - -
817, CIR376, DPL0674, BNL3971, -
TMB1194
817, - -
BC,F,(Mo16xBC,F,(923,)) Family2 818, - -
818, - CIR376, DPL0674, BNL3971,
TMB1194
818, - CIR376, DPL0674, BNL3971,
TMB1194
818, - CIR376, DPL0674, BNL3971,
TMB1194
818, - -
818, - -
818, - CIR376, DPL0674, BNL3971,
TMB1194
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M.®. CaHambsH, LLLY. Boboxy»xaes MHTporpeccna xpomocombl 2 A-cybreHoma xionyaTHrKa 2025
LW.C. Abgykapumos, X.C. Ypanos, A.b. Pyctamos G. barbadense npwu 6ekkpoccrpoBaHuu G. hirsutum 29.8

MpunoxeHne 15. MonekynapHo-reHeTUYeCKnii aHann3 rmbpuaHbix 6eKKPOCCHbIX MPOPOCTKOB xnonyaTHuKa BC,F,
¢ nomMoLybto SSR-MapKkepoB ¢ yyacTrieM nnHUM Mo 19 ¢ HexBaTKoM XpOMOCOMbI 2 A-cybreHoma xnonyaTHuKa

Supplement 15. Molecular genetic analysis of hybrid backcross seedlings of cotton BC,F; using SSR markers
with the participation of the Mo19 line with a deficiency of chromosome 2 A; subgenome of cotton

Xpomocoma BapuaHT ckpelumBaHuA CembA Homep rmbpupaa MpucyTcTBrE MUKPOCATENINTHBIX MaPKEPOB
Buaa G. barbadense L.

Chromosome  Hybrid variant Family Plant number Presence of markers for G. barbadense L.

2 BC,F,(Mo19xBC;F,(83)) Family 1
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimov, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHne 16. MonekynAapHoO-reHeTUYeCKNin aHanm3 rmépuaHbIX 6eKKPOCCHbIX MPOPOCTKOB XaonyaTHuka BC,F,
C nomoubio SSR-MapKepoB ¢ yyactrem nuHMM Mo93 ¢ HexBaTKO XPOMOCOMbI 2 A-CybreHoma xnonyaTHUKa

Supplement 16. Molecular genetic analysis of hybrid backcross seedlings of cotton BC,F; using SSR markers
with the participation of the Mo93 line with a deficiency of chromosome 2 A, subgenome of cotton

Xpomocoma BapuaHT ckpewmBanua CembA Homep rubpriga MpucyTcTBME MUKPOCATENIUTHBIX MapKEPOB
BuAa G. barbadense L.

Chromosome Hybrid variant Family  Plant number Presence of markers for G. barbadense L.

2 BC,F,(M093xBC,F,(88,) Family1 515, BNL834, BNL1434, BNL1897, BNL3292, BNL3413,
BNL3424, BNL3547, BNL3971, BNL3972, JESPR101,
JESPR179, JESPR304, TMB0471, CIR376, CIR381, CIR401,

DPL0674, NAU2277
T
515, -
. S —
- S —
[ — S —
[ N —

MpunoxeHue 17. dnektpodpoperpamma JHK-amnnnkoHoB SSR-MapKepoB y rmbprHbIX MPOPOCTKOB
BC,F,(M093xBC;F,(88,)) no xpomocome 2 A.-cybreHoma xsionyaTHuKa:
a - JESPR101; b - JESPR179; c - BNL3547; d - BNL3971; e - CIR376; f - NAU2277; j — DPLO674.

Supplement 17. Electropherogram of DNA-amplicons of SSR markers in hybrid seedlings
BC,F;(M093xBC;F,(88,)) on chromosome 2 of the cotton A, subgenome cotton:
a-JESPR101; b - JESPR179; c - BNL3547; d - BNL3971; e - CIR376; f - NAU2277; j — DPLO674.
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M.®. CaHambsH, LLLY. Boboxy»xaes MHTporpeccna xpomocombl 2 A-cybreHoma xionyaTHrKa 2025
LW.C. Abgykapumos, X.C. Ypanos, A.b. Pyctamos G. barbadense npwu 6ekkpoccrpoBaHuu G. hirsutum 29.8

MpunoxeHne 18. MonekynapHo-reHeTUYeCKnii aHann3 rmbpuaHbix 6eKKPOCCHbIX MPOPOCTKOB xnonyaTHuKa BCsF,
C nomoubto SSR-MapKepoB ¢ yyactrem nuHmMn Mo93 ¢ HexBaTKO XPOMOCOMbI 2 A-CybreHoma XnonyaTHUKa

Supplement 18. Molecular genetic analysis of hybrid backcross seedlings of cotton BC5F; using SSR markers
with the participation of the Mo93 line with a deficiency of chromosome 2 A, subgenome of cotton

Xpomocoma BapwmaHT ckpewmBaHmna Cemba Homep rmbpriga  MpucyTCTBME MUKPOCATENUTHBIX MapKEPOB
Buaa G. barbadense

Chromosome  Hybrid variant Family Plant number Presence of markers for G. barbadense L.

2 BC5F,(M093xBC,F,(515,;)) Cemba 1 839, CIR376, DPL0674, BNL3971, TMB1194

0674, BNL3971, TMB
0674, BNL3971, TMB
0674, BNL3971, TMB
0674, BNL3971, TMB
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M.F. Sanamyan, Sh.U. Bobokhujayev Introgression of chromosome 2 A, subgenome of cotton
Sh.S. Abdukarimoy, J.S. Uralov, A.B. Rustamov G. barbadense during backcrossing G. hirsutum

MpunoxeHue 19. MukpocaTenIMTHble MapKepbl, UCMOJIb30BaHHbIe NPU aHanu3e
MOHOCOMHbIX 6ekKkpoccHbix BC,F,, BC,F; n BGGF; rubprgos xnonuaTHmKa

Supplement 19. Microsatellite markers used in the analysis
of monosomic backcross BC;F;, BC,F; and BC3F, cotton hybrids

Xpomocoma  SSR-mapkepbl Konnekuma Pasmep MNLUP-npoaykToB SSR-mapkepa, H.n.o0.* JInTepaTypHbIZ NCTOUHUK
G. hirsutum (J1-458) G. barbadense (Pima 3-79)

Chromosome SSR-markers  Collection  Size of PCR products of SSR marker, n.b.p.* References
G. hirsutum (L-458) G. barbadense (Pima 3-79)
2 .......................... BN |_83 4 .............. BN|_ .................. 120 .................................... R Gunerrezet a | . 2 009 .....................
BNL1434 ............. 248 .................................... 264 ........................................... |_|ueta|2ooo ...............................

Gutiérrez et al., 2009;
Yuetal, 2011;

Sahaetal., 2015;
Wang et al.,, 2016
BNL1897 143 137 Gutiérrez et al., 2009;
Yuetal, 2011;
Saha et al., 2015;
Wang et al., 2016
BNL3292 110,113 110,122 Gutiérrez et al., 2009;
Yuetal, 2011
BNL3413 176 224 Sahaetal., 2013
BNL3424 148 152 Gutiérrez et al., 2009
BNL3547 85,99 85,91 Yuetal, 2011;
Wang et al., 2016
BNL3590 180 174 Gutiérrez et al., 2009
BNL3971 140 116 Liu et al.,, 2000;
Gutiérrez et al., 2009;
Yuetal, 2011;
Sahaetal., 2015;
Wang et al., 2016
BNL3972 240 238 Sahaetal., 2015;
Wang et al.,, 2016
JESPR101 JESPR 127 120 Yuetal, 2011;
Sahaetal., 2015
JESPR179 174 152 Sahaetal., 2015
JESPR304 143 121 Sahaetal., 2015
TMB0471 T™MB 207 173 Detected using
GelAnalyzer 19.1 software
CIR376 CIR 169,172 155,169, 172 Yuetal,2011;
Wang et al., 2016
CIR381 170,190 - Yuetal, 2011;
Sahaetal., 2013
CIR401 123 121 https://www.cottongen.org/
data/download/marker_origin
DPL0674 DPL 232 255 Yuetal, 2011;
Sahaetal., 2015;
Wang et al.,, 2016
NAU2277 NAU 131,136 - Sahaetal., 2015

*n.b.p. - nucleotide base pairs.
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MpunoxeHne 20. TpaHCMUCCUA YHUBANIEHTOB Y MOHOCOMHbIX FMOPYAOB
C uyKepopHol xpomocomon 2 A-cybreHoma xsionyatHuka Buaa G. barbadense L.

Supplement 20. Transmission of univalents in monosomic hybrids
with alien chromosome 2 of the A, subgenome of cotton of the species G. barbadense L.

MoHocomHble  TnbpugHbole  Obuee Oncomnkn 3ameweHne SnumuHauma [llepegava INUMNHaUMsA
NNHUN MOKONEHUA  YKCNO Uy’>KepOAHOIA Uy’>KepOAHOI
pacTeHuii XPOMOCOMbI XPOMOCOMbI
G. barbadense G. barbadense
Monosomic Hybrid Total Disomics  Substitution  Elimination Transfer of alien  Elimination of alien
lines generations  number chromosome chromosome
of plants G. barbadense G. barbadense
Mo11 F, 16 15 1 0 6.25 0.00
BC,F, 32 31 1 0 3.13 0.00
Mo16 F, 8 6 2 0 25.00 0.00
BC,F, 33 26 7 0 21.21 0.00
BC,F, 25 13 3 9 12.00 36.00
Mo19 F, 25 13 3 0 12.00 0.00
BC,F, 8 7 1 0 12.50 0.00
BC,F, 35 25 10 0 28.57 0.00
Mo93 F, 11 9 2 0 18.18 0.00
BC,F, 21 12 9 0 42.86 0.00
BC,F, 7 6 1 0 14.29 0.00
BC;F, 12 5 7 0 58.33 0.00
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