NPUNOMEHUE

K cTatbe «[onyyeHne nuHunn NMCK RCPCMi014-A n RCPCMi014-B 13 T-numboLmnToB 300pOBOro JOHOpa
1 BepuduKaLma nx MOHOKOHabHoro nponcxoxgeHns no V(D)J-nepectporikam reHoB TCR»

O.K. WepmaH, M.E. boromsakoBa, 3.A. KacTyesa, M.B. 3earuH, B.K. Pynnens, E.B. bapcosa, A.l0. lopbaues,
H.A. KynemunH, A.A. baprHoBa, E.A. 3epkaneHkoBsa, A.H. boromasosa, M.A. JlarapbkoBa

Ta6nuua S1. MNpanmepbl, UCMOSb30BaHHbIe B paboTe

Wcnonb3oBaHne leH/nokyc Pasmep npogykTa, n.H.  MpaAmoii/obpatHblii npaiimep (5'-3)
AHanu3 nHTerpaunmn OCT3/4 106 CCCTGTCTCTGTCACCA/
TPaHCreHHbIX KOHCTPYKLMI CTCCACACCAGCCACCACCTTC
KLF4 131 ATGCGACCGAGCATTTTCC/
CACACCAGCCACCACCTTC
SOX2 107 CATGTCCCAGCACTACCAGAG/
TTTGTTTGACAGGAGCGACAAT
LIN28 113 AGAAATCCACAGCCCTACCC/
CACACCAGCCACCACCTTC
MYC 122 GGCTGAGAAGAGGATGGCTAC/
TTTGTTTGACAGGAGCGACAAT
mp53DD 236 CGTAAACGCTTCGAGATGTTCC/
CACACCAGCCACCACCTTC
EBNA1 122 CGGGGTAGAGGACGTGAAAG/
GGAGACCCGGATGATGATGAC
B2M 105 AGATGAGTATGCCTGCCGTGTG/
GCGGCATCTTCAAACCTCCA
PedepeHcHbIn reH GAPDH 402 GAAGGTGAAGGTCGGAGTCA/
(OT-MNUP) TTCACACCCATGACGAACAT
Mapkepbl nntopunoteHtHoctn  OCT3/4 887 CCTTCGCAAGCCCTCATTTCGCA/
(OT-MLUP) AGTTTGAGCATCCCTCGC
DPPA-5 313 AAGATGGGAACTCTCCCGGC/
GCAAGTTTGAGCATCCCTCGC
SALL-4 303 TGGCGGAGAGGGCAAATAAC/
ATGCTGAAGAACTCCGCACA
TecT Ha MUKOMNIAa3MEHHYI0 16S rRNA 750 ACTCCTACGGGAGGCAGCAGTA/
NHbEKLMo TGCACCATCTGTCACTCTGTTAACCTC
Ta6bnuua S2. AHTMTeNa, NCNoNb30BaHHble B paboTe
AHTUTENA PassepeHune VLIX/ MpownsBogunTenb, KaT N2 RRID

NpPOTOYHaA LUTOMETPUA

Mouse IgG2a PerCP/ 1:33
Cyanine5.5 anti-human CD184 (CXCR4)




D.K. Sherman, M.E. Bogomiakova, E.A. Kastueva ...
E.A. Zerkalenkova, A.N. Bogomazova, M.A. Lagarkova

Healthy donor iPSC lines RCPCMi014-A/B
with confirmed monoclonal origin

Tabnuua S3. PekoHCTpyKLUUA penepTyapa anbda-, 6eTa-, ramma- u aenvra-uenen TCR B knoHax UMCK PBM022E5, PBM022E?7,
PBMO022E9 n PBM022E14. 3eneHbim BbigeneHbl V(D)J-nepecTpolikn, xapaKTepHble A1 MOHOKIOHANbHbIX IMHWIA,

KenTbiM — MHOXXeCTBEeHHble nepeCTpoPle, cBmaeTenbCTByOWnE O NOJINKITIOHAJIbBHOM MPONCXOXOEHUN JIUHUN

/N KOHTaMUHaLMN.

Aona npoutenuii AMMWHOKUCNOTHAR
Yucno or obwero uucna
Nokyc Hy AL} noc cTb pernoHa CDR3 V-cermeHTt J-cerment nocnepoBaTeNlbHOCTL
npouTeHui npouTeHui
pernoxa CDR3
nokyca
PBMO022E5S
7469 76,36% TGTGCTGTGCAGGCAGCTAGCAATAACAATGACATGCGCTTT TRAV20 TRAJA3 CAVQAASNNNDMRF
2015 20,60% TCCCGCCTAGGGGAGGAGGTGCTGACGGACTCACCTTT TRAV35 TRAJ4S SRLGEE_ADGLTF
TRAD 41 0,42% TGTGCTGTGCAGGCAGCTAGCAATAACAATGGCATGCGCTTT TRAV20 TRAJ43 CAVQAASNNNGMRF
34 0,35% TGTGCTGTGCGGGCAGCTAGCAATAACAATGACATGCGCTTT TRAV20 TRAJA3 CAVRAASNNNDMRF
33 0,34% CGTGCTGTGCAGGCAGCTAGCAATAACAATGACATGCGCTTT TRAV20 TRAJA3 RAVQAASNNNDMRF
4604 76,77% TGTGCCAGCAGGACCGGGACA TTCACCCCTCCACTTT TRBV3-1 TRBJ1-6 CASRTGTGGSPLHF
1149 19,16% TGTGCCACCAGTGATTTGTCCCGAGGGTATGTCGCTGGGAGAGACCCAGTACTTC TRBV24-1 TRBJ2-5 CATSDLSRG_MSLGETQYF
TRB 84 1,40% TGTGCCAGCAGGACCGGGACAGGGGGTTCACCCCTCCACTTC TRBV3-1 TRBJ1-6 CASRTGTGGSPLHF
23 0,38% TGTGCCAGCAGGACCGGGACA TCCACCCCTCCACTTT TRBV3-1 TRBJ1-6 CASRTGTGGPPLHF
21 0,35% TGTGCCAGCAGGACCGGGACGGGGGGTTCACCCCTCCACTTT TRBV3-1 TRBJ1-6 CASRTGTGGSPLHF
31927 59,94% TGTGCCCCGATCATAAGAAACTCTTT TRGVY TRGJ2 CAPI_KKLF
18614 34,95% TGTGCCACCTGGGACAGGCTCTCTTATAAGAAACTCTTT TRGV?7 TRGJ2 CATWDRLSYKKLF
TRG 245 0,46% TGTGCCCCGATCATAAGAAACGCTTT TRGVY TRGJ2 CAPI_KKRF
183 0,34% TGTGCCCCGATCATAAGAAACTCGTT TRGVY TRGJ2 CAPI_KKLV
175 0,33% TGTGCCCCGATCATAAGAAACCCTTT TRGV9 TRGJ2 CAPI_KKPF
PBMO022E7
4788 79,61% TGTGCTTATATCAACTCAGGGCGGATCTGAAAAGCTGGTCTTT TRAV38-2DV8 TRAIS7 CAYINSG_GSEKLVF
1063 17,68% TGTGCTACTGACGCTGGTGGTACTAGCTATGGAAAGCTGACATTT TRAV17 TRAJ52 CATDAGGTSYGKLTF
TRAD 49 0,81% TGTGCTTATATCAACTCAGGGCGGATCTGAAAAGCTGACATTT TRAV38-2DV8 TRAIS7 CAYINSG_GSEKLTF
28 0,47% TGTGCTTATACCAACTCAGGGCGGATCTGAAAAGCTGGTCTTT TRAV38-2DV8 TRAJS7 CAYTNSG_GSEKLVF
25 0,42% TGTGCTTATATCAACTCAGGGCGGATCTGAAAGGCTGGTCTTT TRAV38-2DV8 TRAIS7 CAYINSG_GSERLVF
10718 95,64% TGCGCCAGCAGCAGGAAAGACAGCAACACTGAAGCTTTCTTT TRBVS-1 TRBJ1-1 CASSRKDSNTEAFF
61 0,54% TGCGCCAGCAGCAGGAAGGACAGCAACACTGAAGCTTTCTTT TRBV5-1 TRBJ1-1 CASSRKDSNTEAFF
TRB 46 0,41% TGCGCCAGCAGCAGGAAAGACAGCAACACCGAAGCTTTCTTT TRBVS-1 TRBJ1-1 CASSRKDSNTEAFF
45 0,40% TGCGCCAGCAGCAGGAAAGACAGCAACACTGAAGCTTCCTTT TRBVS-1 TRBJ1-1 CASSRKDSNTEASF
44 0,39% TGCGCCAGCAGCGGGAAAGACAGCAACACTGAAGCTTTCTTT TRBVS-1 TRBJ1-1 CASSGKDSNTEAFF
39408 85,85% TGTGCCACCTGGGACAGGCTGGTTTGCATAAGAAACTCTTT TRGV3 TRGJ1 CATWDRL_LHKKLF
3447 7,51% TGTGCTGCGTGGGATTAAAACCTATTCTTT TRGV10 TRGJ2 CAAWD*NLFF
TRG 247 0,54% TGTGCCACCTGGGACAGGCTGGTTTGCATAAGAAACGCTTT TRGV3 TRGJ1 CATWDRL_LHKKRF
244 0,53% TGTGCCGCCTGGGACAGGCTGGTTTGCATAAGAAACTCTTT TRGV3 TRGJ1 CAAWDRL_LHKKLF
207 0,45% TGTGCCACCTGGGACAGGCTGGTTTGCATAAGAAACCCTTT TRGV3 TRGJ1 CATWDRL_LHKKPF
PBMO022E59
4328 70,32% TGCCTCGTGGGTGATATGGGATAGCAACTATCAGTTAATCTGG TRAVA TRAJ33 CLVGDMG_SNYQLIW
907 14,74% TGTGCAGCCCTTAAGGTCTGGCAGTTCTATTTT TRAV13-1 TRAJA9 CAALKVWQFYF
TRAD 745 12,10% TGTGCAGCAAGTATAATGGAGGAAGCCAAGGAAATCTCATCTTT TRAV13-1 TRAJA2 CAASIME_SQGNLIF
32 0,52% TGCCGCGTGGGTGATATGGGATAGCAACTATCAGTTAATCTGG TRAV4 TRAJ33 CRVGDMG_SNYQLIW
23 0,37% TGCCTCGTGGGTGATATGGGATAGCAACTACCAGTTAATCTGG TRAVA TRAJ33 CLVGDMG_SNYQLIW
59755 80,08% TGTGCCAGCAGGCTCGATGATCAGGCCCAGCATTTT TRBV2 TRBJ1-5 CASRLDDQAQHF
10 621 14,23% TGTGCCAGCAGCACGAAGGACAGGTCGACACTGAAGCTTTCTTT TRBV6-5 TRBJ1-1 CASSTKD_VDTEAFF
TRB 254 0,34% TGTGCCAGCTCACCACCGGGACGAATGATAGATACGCAGTATTTT TRBV18 TRBJ2-3 CASSPPGRMIDTQYF
254 0,34% TGGGCCAGCAGGCTCGATGATCAGGCCCAGCATTTT TRBV2 TRBI1-5 WASRLDDQAQHF
245 0,33% TGTGCCAGCAGGCTCGATGACCAGGCCCAGCATTTT TRBV2 TRBJ1-5 CASRLDDQAQHF
14902 75,65% TGTGCCACCTGGGATAGCTTTGCTGATTATAAGAAACTCTTT TRGVS TRGJ2 CATWDSFADYKKLF
2979 15,12% TGTGCTGCGTGGGACTGGTAAGAAACTCTTT TRGV10 TRGJ1 CAAWD_GKKLF
TRG 704 3,57% TGTGCCACCTGGGACGAAGGGGAAACTCTTT TRGV2 TRGJ2 CATWD_KGKLF
122 0,62% TGTGCCACCTGGGATAGCTTTGCTGATTATAAGAAACGCTTT TRGVS TRGJ2 CATWDSFADYKKRF
102 0,52% TGTGCCGCCTGGGATAGCTTTGCTGATTATAAGAAACTCTTT TRGVS TRGJ2 CAAWDSFADYKKLF
PBMO022E14
30384 73,52% TGTGCAGAGAATCAGGAGGAAGCTACATACCTACATTT TRAV13-2 TRAJ6 CAENQE_SYIPTF
3751 9,08% TGCGCTGTGAATCACTATGGTCAGAATTTTGTCTTT TRAV1-1 TRAJ26 CAVNHYGQNFVF
TRAD 3293 7,97% TGTGCAGCCCTTAAGGTCTGGCAGTTCTATTTT TRAV13-1 TRAJ49 CAALKVWQFYF
2321 5,62% TGTGCAGCAAGTATAATGGAGGAAGCCAAGGAAATCTCATCTTT TRAV13-1 TRAJA2 CAASIME_SQGNLIF
141 0,34% TGTGCAGAGAAGCAGGAGGAAGCTACATACCTACATTT TRAV13-2 TRAJE CAEKQE_SYIPTF
6845 66,98%  [GCCAGCACCTCTCAACCGGGACAGAGGAAAGAACAGCCACCCACCGGGGAGCTGTTT] TRBV7-7 TRBJ2-2 CASTSQPGQRKEQPPTGELFF
1622 15,87% CGTGCCAGCAGCTTAAGCTCTGAGAAGAACTTCAAGAGACCCAGTACTTC TRBV7-3 TRBI2-5 RASSLSSE_ELQETQYF
TRB 734 7,18% TGTGCCAGCTCACCACCGGGACGAATGATAGATACGCAGTATTTT TRBV18 TRBJ2-3 CASSPPGRMIDTQYF
397 3,88% TGTGCCAGCAGGCTCGATGATCAGGCCCAGCATTTT TRBV2 TRBI1-5 CASRLDDQAQHF
71 0,69% TGTGCCAGCAGCACGAAGGACAGGTCGACACTGAAGCTTTCTTT TRBV6-5 TRBJ1-1 CASSTKD_VDTEAFF
22981 53,64% TGTGCCACCTGGGGGATTATAAGAAACTCTTT TRGVS TRGJ2 CATWG_YKKLF
14698 34,31% TGTGCCACCTGGGGCCGCAAGAATTATTATAAGAAACTCTTT TRGVS TRGJ2 CATWGRKNYYKKLF
TRG 2327 5,43% TGTGCCACCTGGGACGAAGGGGAAACTCTTT TRGV2 TRGJ2 CATWD_KGKLF
251 0,59% TGTGCCACCTGGGGGATTATAAGAAACGCTTT TRGVS TRGJ2 CATWG_YKKRF
177 0,41% TGTGCTGCGTAAATTATAAGAAACTCTTT TRGV10 TRGJ2 CAA*|_KKLF
CumBonbl “*""_" BBefjeHbl B aMVHOKUCIIOTHYO nocnefoBaTenbHocTb CDR3 inA 0603HaueHNa HepyHKLMOHabHbIX Lienei B pesynbrate Gopmupo-

BaHMA CTOM-KOAOHa nnn casura pamkm CHMUTbIBaHNA B Xo4e VDJ-peKOM6VIHaL|,VIVI, COOTBETCTBEHHO.
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Puc. S1. inddepeHumpoBoyHbIi noTeHuman pasHbix nuHuii UMCK B nednHnTnBHYI0 3HA0AepMYy No Mapkepy CXCR4. M3oTununye-
CKUIN KOHTPOJb (3eN1eHbIN), OKpacka aHTUTeNamMm (G1oneToBbIl).
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